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Comparative Analysis of Proteomes for Cisplatin Resistance in Human
Ovarian Adenocarcinoma Cell Line, COC,
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Abstract: A proteomic approach to cisplatin resistance and drug response in human ovarian
adenocarcinoma cell line, COC,. The global proteins have been separated by 2-DE SDS-
PAGE. The image analysis revealed obvious differential protein expression of the cells in re-
sponse to cisplatin treatment. Primary result shows there were 3 protein spots with magnifi-
cent differential expression. The proteins, including two up-regulated protein spots and one
down-regulated protein spots, were analyzed by matrix assisted laser desorption/ionization
time-of-flight mass spectrometry (MALDI-TOF-MS) and database search. Some of them
were the first time detected to be relevant to the drug resistance.

Key words: human ovarian cancer; two-dimension gel electrophoresis (2-DE); proteomics;
matrix-assisted laser desorption/ionization time-of-flight mass spectrometry (MALDI-TOF
MS).
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Fig 2 Peptide mass fingerprint of spot 2 in 2-DE map of human ovarian cancer cell COC, proteome.
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