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Applications in Analysis of Proteins

by Four ier Transform/lon Cyclotron ResonanceM ass Spectrametry

L U Han-ging, GUO Yin-long
(Shanghai Institute of Organic Chenistry, ChineseA cadeny o Sciences, Shanghai 200032, China)

Abstract: The reviev w ith 45 references is focused on characteristics of Fourier transform /ion cy-

clotron resonancemass ectrometer (FT /ICRM S) and applicationsof FT/ICRM S in protein identi-

fication A pplications in analysisof primary structuresof proteins, post-translational modifications

and proteomes are discussed and reviev ed in detail

Key words mass spectrometry; protein analysis reviev; fourier transform /ion cyclotron resonance
mass ectrometry (FT/ICRM S)



