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Karas F1 Hillenkamp' /& 8 8258 B 6 AR R B F16 (Matrix-Assisted Laser De-
sorption / Tonization, MALDID) 77K Fenn? K HAHEEMIZ HE (Electrospray lonization,
ESD Hi%, RMELH. BARSEYRS FHFFEAREAR, AILRBHBEBRE
1 B /MB35 S %7 (Electrospray lonization / Collision Induced Dissociation, ESI / CID)
FAR 34, Y BEOCAER B B AR fF 3 # (MALDI/Post Source Decay, PSD) #iA
MS/MS (FI-ICR-MS) A ¢ KB EE 7 MR T 28 £ K51 3R E T B

MBI FHBEREN, A BBtk BGC-823 FA BB & M itk
E] A EMEERNT- IR EABEWEERNATEIR, RRITVBMNEBHEFAR,
TAIRHEME RIS HPLC 4B R4, HF5amT:

1. 17 ik: NQQPLQTSGVINMKAAG 3.8 Bk(1): EREENMKRK
2.10 fik(1): VQAAIDYING 6. 10 Ax(3): RLRERDEELE
3.10 fik(2): GMSSRCWVAL 7. 8 fik(2): SLDDEAKN

4.7 fk:  SLDESRN
B4, B ESUFT-ICRMS W& T X-bMEKFIEHS T8, MEEEHEEZERN
RER T FEM NO.6 41, #B7E 2ppm LI (R DD
F1 LtWHZRARTFELSFMH)"

NO. g el THEAE R Z(ppm)
1. 17 ik 1756.9013 1756.9016 0.2
2. 10 Hj&(l) 1063.5420 1063.5424 0.4
3 10 HJK(Z) 1092.5254 1092.5260 0.5
4, 7 Bk 820.3947 - 820.3801 1.7
5. 8 Hk(l) 1078.5193 1078.5197 0.3
6. 10 Hj&(3) 1344.6917 1344.6871 34
7. gRk(2) | 8914037 891.4054 19

H Nozzle-Skimmer ESI/CID 7%, MIHBEI LR HEMNO.1-5)ZKHFIIFELE. b &R
Y BEF R y BYIBFH PRoepstroff & J.Fohlman® iM%, b RIUBE TR
M N3, y RYIETHBEMEREAE C3, URINNA y" (y" =y+2). L&
HINO.2 ], b RIVEF K y RIIBEFH scheme 1 KR

WMERK b RINEF Ry RIEFH m/z KKIT:

b,—be(m/z): 228, 299, 370, 483, 598, 761, 874, 988

y5—yh(m/z): 190, 303, 466, 581, 694, 765, 836, 964
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b, b, b, b, bs b, b, by by
Scheme 1

BEH NO.4 RS BATRE=Y), S9WHE B XFRRITF.
XEAERRGREY, A ESUCID Hiksr i FREAE 2000 LAA K £ FRF5 —H XK
TATHY, U RER R BRI .

FE& NO.6 & NO.7 2B AHERSE, RZERITIEMS, A ESUFT-ICRMS #liX, 4%
%8, NO.6 B/ £ 8 MELHIRESHAE, NO.7 R=MKMBEEHRT HEER &Mk
RS TE. ENEESTHEMEZAIRELE 3ppm UK. XNMEREH, ZTEEWT
T Y EEMEeREIRENELSYEG. IRASHEFRIURRHERERNS D,

&3 30k
1 F.Hillenkamp, M.Karas, R.C.Beavis and B.T.Chait, .Anal. Chem. 63, 1192A-1202A (1991)
2 I.B.Fenn. M. Mann, C.K Mzzng, i5.F. Worg and C.M.Whireksuse, Science 246, 64 (1989)
3 R.D.Smitk, j.A.Loo, C.G.Edmonds, C./.Barinaga and H.R.Udseth, Anal.Chem.62,822-899 (1990)
4 J.A.L00,C.G.Edmends and R.D.Smith, Anal. Chem. 635, 425 (1993)
5 R.Kanfmann, B. Spengler, F. Lutzenkirchen, Rapid Commum. Mass Spectrom. 7, 902-910 (1993)
6 P.B.O'connor, J.P.Speir, M.W.Senko, D.P.Little and F.W.McLafferty, ].Mass Spectrom. 30, 88-93 (1995)
7 B.T.Chait, R.Wang, R.C.Beavis and S.B.H.Kent, Science, 262, 89-92 (1993)
8 P.Roepstorff, ].Fohlman, Biomed. Mass Spectrom. 11, 601 (1983)

ANALYSIS PEPTIDE SEQUENCE BY MASS SPEC-
TROMETRY METHOD

HE Meiyu*, HE Xiaoran, XU Jiaxi, Tak Wah CHAN, Rebecca L.C. LAN
(College of Chemistry and Molecular Engineering, Peking University, Beijing 100871, China)

Five Peptide Sequences were analysed and two kinds of peptide mixture system were identi-
fied by Electrospray Ionization Fourier Transform lon Cyclotron Resonance Mass spectrome-
try. The results provide important information in the field of peptide combinatorial chemistry
research.
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