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Analysis of ProteinsAbsorbed on M enbrane
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Abstract

Cytochrome C absorbed on nitrocellulose(NC) manbranew as directly analyzed by
matrix-assisted laser desorption ionization time-of -flight mass gpectrometry (MALD I-
TOFM S). M ass accuracy and reproducibility are the sane as those of standard sample
preparationw ith the detection limitation of | pmol Scanning electron microscopy show ed
that NC manbrane enabled formation of protein-matrix co -crystalline because of its low
mean pore sizes and not-too-deep pores

KeyWordsMALD I-TOfM S, protein, nitrocellulosemen brane, scanning electron
m icro scopy



