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Recent Development of MALDI Matrix Applied in Proteomics
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Abstract: Matrix assisted laser desorption ionization (MALDI) technology is one of the best
mass spectrometry ionization technologies for macro molecules which was developed almost
two decades ago. From organic compounds to inorganic materials, there are a lot of matrices
that have been developed for MALDI. In this article, we conclude the recent development of
MALDI matrix applied in proteomics and their pros and cons.
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