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Studieson the Interaction of Netropsin with Duplex and Triplex DNA
by ESI-MS

WAN Cui-hong'?, LIU Zhi-giang', LIU Shu-ying'
(1. Changchun Centre of Mass Spectrometry, Changchun Institute of Applied Chemistry, Chinese Academy of Sciences,
Changchun 130022, China; 2. Graduate School of Chinese Academy of Sciences, Beijing 100049, China)

Abstract: The interaction of netropsin with duplex and triplex DNA, contain repeating sequence CTCT, CCTT and
CTT, were studied by electrospray ionization Fourier transform ion cyclotron resonance mass spectrometry
(ESI-FTICR-MS). The 1:1 specific complexes of netropsin and duplex DNA and netropsin and triplex DNA were
observed. The result of comparison between complex peaks shows that netropsin is not destabilization the triplex,
and has no remarkable structure selectivity. However it has distinct sequence selectivity, specifically binds to
AT-rich DNA.
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1.1

TonSpec HiRes FT-ICR MS: 32[H TonSpec A i, Al 7 Tesla i FHEAN Z-spray HIBiZ5 2
TUR o KR BRE B 5-GAGAGAGAGAGAGATTTTTCTCTCTCTCTCTC-3' ( CTCT ) ;
5-GAAGAAGAAGAAGATTTTTCTTCTTCTTCTTC-3'(CTT); 5-AGGAAGGAAGGAAGTTTTCTTC
CTTCCTTCCT-3(CCTT) , L K 5 2 M X N B % # 5-CTCTCTCTCTCTCT-3' ;
5-CTTCTTCTTCTTCT-3"; 5~-TCCTTCCTTCCTTC-3"#l i TaKaRa /A ; Z74 R 2% I H 35 H sigma
ANl BEPRE: W HEME Fluka A FEE (Figal); Mili-Q 7K.
1.2

¥ 100 pmol-L ™ R -R B WU RIREE (150 mmol-L ' BE#R%, pH 6.8) 7F 90 Chn#t 10 min, 2%
TBAISI4°C, BT 4 CIHB, HI AR %W #4100 pmol L™ & B RUBERZ IR S oA %t



2007 4F 11 A R »

I AL R LABE R EE 12 1R (150 mmol-L ™" B4, pH 5.5), 7E 90 ‘CHn#A 10 min, ZEGV
HE4°C, BT 4°CHW, BN -HRESW . Y8 E Mili-Q K% 1 mmolL ™', #T
4 CHiH
1.3

FEMIERERT RS 2780 B 2% SR A 1: 1.2: 1OBRHOD TR A, IRAWH VI EE) : ¥(K)=80:20,
BB Rl 10 pmol- L™, MERRAIE 3 uLomin "o £EF7ES 7R N HE T B R, REAVHEIE N —35V,
WEZ LR 2400 V, Y5 SAREHREE 250 80 1100 °C, KAFEIEH 1 000~2 400.

TR K IR IEAT ESI-FTICR-MS 20T, 4B IR EL ] 43 5ilats 8 AN 7 ANF 6
ARG E T =4k SHERXR WS RE LSRR 9 ANy 8 ANF 7 AN r (i =Sk B T, 4 5 A
71 PRy PR OURE (25U 3 AN 97 HL Ay 1) PP 20 i

MUY EILIRIE A 12 1 I, iR SRR CCTT I CTT JERL 1: | E6Y), WA NS
55X CTCT BRI AW, BnZsmeEs] 2. 1 1, g5 ES CCTT M CTT Bk 1: 1
SEY), i HEGYESREER N, JEER TR A CTCT JERUESREIR/N 1: 1 EEYE. M
S AN E R, JAREERGN T 558 AT BIXEIRE &, X5 EE N NS S 7
FRIE—3K.

IS REIREL N 12 1 I, YRR 2 5 =85 R CTCT M CTT S IR &), 5 = CCTT
JERC1: 1 BEW. SIS 2. 1 I, JRMEARGTHEER 2 5 =#R CTCT MESY,
EMEER) Y 5 =R CCTT FI CTT B 1: | EEY. KEBWFFRRME, Y78k R 2SR =44
MRIARETERY, I 5 =REIR T (XL RAN AR, A SR W9 3 20 PAT = B IR AR
TEMERA R EATFIORIGAIE T, B WS BN G780 BRI 2 Aa e k.

XY 3R SRR S A RIS 5 SRR S AN B TSR, A R W A5
EPEPE. WY 25 CCTT. CTT I CTCT AWM FIEHRIE, 4RKM, Ji8kR 2555
FERZ IR AN = AL R VR I B A (R BB T e Rk, BIVRE SR PRI R & 5 AT LI .

3
A3 FELE 25 SR AN [ B R 2E RS U M — AL IR 5 e v 2R AR LA I, LG v 3R
R 1) 5 = HEZ RN R ARSI R 5, FL 555 AT IRIRIE 1. 1 &5,
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