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Analysis of Specific Proteins in Oviductus Ranae and its Adulterants
by Gel Electrophoresis Coupled L.C/MS

LIN Yan, XU Lei, LI Chong-jiu, MA Xiao-dong
(College of Science, China Agricultural University, Beijing 100193, China)

Abstract: A method for the identification of Oviductus ranae samples was established by
gel electrophoresis combined with nano liquid chromatography-mass spectrometry (L.C/
MS). The samples including Oviductus ranae , Rana catesbeiana fallopian tube, Rana
catesbeiana ovary, Rana nigromaculata ovary and walleye pollack fallopian tube were
extracted by using the TCA acetone precipitation method. Comprehensive application of
gel electrophoresis, enzymatic hydrolysis, nano liquid chromatography, series spectrum
detection and database retrieval technology were carried on the analysis to the proteins
of Oviductus ranae. At the same time, the proteins of market samples were analyzed
using the same method and compared with the proteins in Oviductus ranae. The results
show that the specific protein bands distribution of Oviductus ranae and the counterfeits

are different, so the authenticity of Oviductus ranae samples is able to be detected by

Wi HH:2016-03-09;f& @ HHE:2016-07-06

EETB RS R e & & B % 2 R R B 58 ) (2012BAD33B02) 3t 1l

EEB A bk MA974—) L (PUBO AR BIBFTE 5 NS5 AT AL WY . E-mail: linyan@ cau. edu. cn
BRIEE AR (1975, 55 (BUBO , LT A @08 NS5 B AL = 898 . E-mail: dongxm@cau. edu. cn

[0 £& H KR B8] 1 2016-12-28 5 W 48 B AR M4k : http: / www. cnki. net/kems/detail/11. 2979, TH. 20161228. 0937. 030. html



228

L S TS PRLE &

the comparation of the specific protein bands. The method is reliable for the recognition

of specific proteins in Oviductus ranae.

Key words: Oviductus ranae; gel electrophoresis; liquid chromatography-mass spec-

trometry; specific proteins
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from Oviductus ranae and its adulterants
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TIC of Oviductus ranae (a) and mass spectra of qualitative peptide GDLLFLTNFQEDPIR

from the specific protein Q6DDC2 (b)
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Fig.3 TIC of Rana nigromaculata fallopian tube (a) and mass spectra of qualitative peptide VIVVDVNEAR
from the specific protein Q6DK74 (b)
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Fig.4 TIC of Rana catesbeiana ovary (a) and mass spectra of qualitative peptidle LEVGMVGVNEGLLSSVECPFGGVK
from the specific protein F6QFQ2 (b)
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Fig.5 TIC of Rana catesbeiana fallopian tube (a) and mass spectra of qualitative peptide TIVALGSIAVTK
from the specific protein QSBKM2 (b)
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Fig. 6

TIC of Theragra chalcogramma fallopian tube (a) and mass spectra of qualitative peptide KLVIIESDLER

from the specific protein Q8AV86 (b)
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Table 3 Results of specific protein in the market samples
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