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Pre-treatment Methods On-probe for MALDI Mass Spectrometry
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(Beijing Institute of Radiation Medicine, Beijing Proteome Research Center, Beijing 102206, China)

Abstract; Matrix-assisted laser desorption/ionization time-of-flight mass spectrometry
(MALDI-TOF MS) became a classical tool for the proteome analysis. In the analytical
process, proper pre-treatment method of samples, the same as the selection of matrix
played a major role for the successful identifications of proteins and peptides. As sensitivi-
ty, mass accuracy and throughput of MS analysis become important parameters, lots of pre-
treatment methods on-probe, including those promising protocols based on nano-particles
materials, which have been used to improve the analysis of biological samples.
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