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Comparison of MAS Pretreatment, Protein Precipitaton
and Solid Phase Extraction in DMPK
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Abstract: A new pretreatment method was introduced into DMIPkg metabolism and pharmacokinetic) studies,
which was named MAS(multi-function Impurity Adsdget SPE), ultilizing some special adsorbents tooneen
the impurities, such as phospholipid. It has aebgterformance compared to traditional proteinipition and
SPE pretreatment. Combined with LC/MS, MAS can pelied in DMPK as a high throughput and effective
pretreatment successfully.
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Shimazdu LC-20AT =i aiAH (LA : AN AR B R A A = i, A M 2%
ABI4000 Q Trap Fuiitail#s, 12 {7 [EAHAAEEE; Venusil ASB Gg WAH (A IEAE (2.1 mmX
150 mmXx3 um); MAS #§+{bAT; Waters HLB [EAHAHUA: (60 mg/3 mb. HIEE, 4JfF (i),
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1.2.1 MASHiEEE 2 mLAKETTEMASI kA, #4200 plL i3 150 ul 200 pgll & Stk 1
PRBGRER A G, ISINBIMASH LA . 52 mL 29%6F IR Z I A BIMAS A UG
Pl IR 2SN, R R AR D . 5452 ming, TFa Fs S mehi A,
WCAESE . o) PR iU YElE, FHO.5 mLZ 2. Zt0.22um)e fekt it ik ae i vk,
13BN R
1.2.2 HEAVEE K200l B FI50 ul 200 gl G S HFFREIMAS mUZ ke, ARG
1 mL 1% 25, WHEdR%3 min, 10 000 mhin %25.0015 min, B3, HsEsiE < T, 0.5 mL
OGS, Zik0.22pm)e Jekt kUl EaR v, SR .
1.2.3 [EMAERGE  KKH2 mUFEERI2 mUKEACHLB FEIAHARERE . #5200 plLifi 22 f150 ul
200 pglll " S T hRBR IR 345, BINEIHLB AU . L2 mL B%FF B K ke
HLBE AL . A2 mLF RS HLB [ AH AL, WCERDEM R . 5efa P sl S o,
0.5 mLAM S . Zid0.22pmfe Jest A pEas i og, 798I
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WA V (10 mmolll *BERREZEMEL) V (ZJ) =40:60 Vi 0.2 mUmin Y, Kk 25°C;
HEFEE 5L RAMGIIZEM K 260 nm Kiill#%: ABI4000 Q Trap software version Analyst 1.5
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F1 NiABEfE St THRESHRE

B2 DP CE CXP EP IS TEM GS1 GS2 CUR
Il 63V 20V 25V 0V 5500 V 420°C 50 Pa 50 Pa 13 Pa
M 50V 14V 9V 0V 5500V 430°C 60 Pa 60 Pa 12 Pa

e DP: LfEiM: CE: i CXP: flif# sl LIk EP: AN 1S: HMEZ i TEM: SRS GSL ZAb K GS24hBh itk
CUR: i)
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MAS V2, Hr D TTE AN AHAS B2 AR 358 (R it () ik B 25 23 7] 4 165 000 cpsl2 300 000
cps 7670000 cps £5it: MAS 5B e iR R B it
3.3 [EER

MAS V5. FVTIEVEM AR AL BOE A B SO P i IR 7 ) /2 2 89.2%  75.2% 56.1%
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