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Abstract: The efficiency of electrospray ionization was affected by the component of solvent.
The effect of different concentration of ACN on mass spectrometry for MRFA, Reserpine,
MLtramark1621 and peptide mixture were observed, and found that all of the chemicals
have the max mass spectra signal intensity in 70% ACN. Then, the peptide mixtures from
myoglobin were analyzed using CapLLC-ESI-LLTQ system, which were equipped with auxilia-
ry electrospray by 100%ACN, 0. 1%FA. This results show that the detection ratio of pep-
tides and the recovery of protein sequence are remarkable improved.
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Fig. 1

Effect of ACN on mass spectrum signal intensity
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Fig.2 Effect of ACN on mass spectrum signal intensity of MLtramark1621
a. mass spectra of MLtramark1621 in 10% ACN; b, mass spectra of MLtramark1621 in 70% ACN;
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Table 1 Peptide counts and the sequence

recovery rate of identification by auxiliary

electrospray RPLC-ESI-MS/MS

add ACN 1 418 26 86.93%
add ACN 2 413 25 84.08%
add ACN 3 422 25 85.21%
1 add A phase 1 245 20 79.08%
add A phase 2 218 19 75.16%
add A phase 3 226 21 83.01%
control 1 245 20 79.08%
control 2 214 19 75.16 %
control 3 214 20 79.08%
1

, LC-MS/MS

30% ~40% ,90%
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Fig. 3 Effect of ACN on mass spectrum signal intensity of peptides from myoglobin

a, mass spectra of peptides mixture in 10% ACN; b, mass spectra of peptides mixture in 70% ACN;

c. peptides ions intensity in different concentration of ACN
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