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New Technology for Tandem MS Analysis of Peptide:.
Electron Capture Dissociation
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Abstract: Electron capture dissociation provides whole new kinds of peptides tags for its
mechanism which is absolutely different from other tandem mass spectrometry’s. It has
many advantages: more random cleavage, extensive sequence coverage, preferential frag-
mentation of S-S band. few neutral loss, preserving labile posttranslational modification,
distinguishing Ile with Leu. All of these make ECD charming, especially in the field of Top
Down strategy and post translational modification characterization.
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